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crRNA-A: TTTACTGAACCATGGTGGAT

Target gene : C18A3.1: DPPW -> APPA

DPPW (wild type) has a Nco1 site (CCATGG).



ssODN (repair template):
ATCTCCTCTTCGACTTGATCATTGCaGcTGCAGCAgcGTTCAGTAAATCAGTGAAACGAAAACGAAC

*PAM

A A

C18A3.1: DPPW -> APPA

AAAA (mutant) has no Nco1 site (CCATGG).
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Wild type: 750/450 bps 
AAAA mutants (Homozygous): 1100 bps
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Target gene : C18A3.1: GFP knock in

TAA: STOP codon

TGG: PAM site







Target gene : C18A3.1: GFP knock in

TAA: STOP codon

TGG: PAM site

crRNA



damt-1-gfp-F1:

aattgaaattacagACCTCTGGAACTCTTCGCCCGATCTCTTCTTCCAT

CAACCCACAGTGTTGcTTACGAACCATTCCTTCTACAATCTGAAC
ATGTTTTCACTCGAAATATCTCTTTGatgagtaaaggagaagaacttttc

damt-1-gfp-R1:

ATTTATTGTATTTCTCTATTTCCTTATTTCCTAGTGACTTCCCAGT

TCCCAATGATTACACCCACCCGCTGAAAGATTGATTTTGGAGGA

AATTATTTTCGAGGCATAATAAATTATTTATTACTTGTATGGCCG
GCTAG

damt-1-gfp-crRNA:
CTTCCATCAACCCACAGTGT

crRNA



Employment of hybrid PCR-based donors with single-stranded 
homology arms for consistent, high-efficiency insertion of large 
constructs.

bioRxiv preprint first posted online Jun. 20, 2018; doi: 
http://dx.doi.org/10.1101/352260.
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